
Single variant-based 
approach

(using T2D-joint set)

Polygenic score-
based approach
(using T2D-risk set)

Schematic of gene-gene interaction 
analysis for T2D

T2D-joint set 
pairwise

T2D-joint set 
versus genome 

set

Overall 
polygenic score

Partitioned
polygenic scores

*The ‘T2D-joint set’ refers to the set of 503 variants comprising of the variants from the T2D-risk set (403 variants) and the 
T2D-variance set (100 variants)


