Supplementary Figures

Supplementary Figure 1: Volcano plot for the cis-trans MR analyses, with circles
representing the results for proteins on glycemic traits. (A) for fasting glucose (FG);
(B) for fasting insulin (FI); (C) for 2-h glucose after an oral glucose challenge (2hGlu);

(D) for glycated hemoglobin (HbA1c)
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Supplementary Figure 2. Protein — protein interaction networks of the cis-pQTLs
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Supplementary Figure 3. Protein - protein

cis/trans-pQTLs

MP1

Di
-_— MYL3

NCR3LG1
STXBPG — Mucz
CYB5R1 e
-
=

VWi
’

—

L—)

I

Known interactions

Predicted interactions

O—O From curated databases C)-O Gene neighborhood

( m= . Gene fusions
[ == Gene co-occurrence

( m= | Experimentally determined

L coz0s_— =\

A3 g\ e

interaction networks of the

SULF2 UBE2Z
g METAP2 8 @
TMPRSS11D

E L.

@PAFAHlBS

Others

O—O Textmining
O—O Co-expression

O—O Protein homology



Supplementary Figure 4. Bar plot of the enriched pathway in GO analysis

(A) Enriched pathways of the proteins prioritized by cis-only MR. (B) Enriched

pathways of the proteins prioritized by cis+trans MR.
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Supplementary Figure 5. Bar plot of the enriched pathway in KEGG analysis

(A) Enriched pathways of the proteins prioritized by cis-only MR. (B) Enriched

pathways of the proteins prioritized by cis+trans MR.
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