Supplemental Figure 6

A. Promoter

Transcription Factor %rgf fcarget P-
gions value
Mef2a 9.01% | 1e-11
Gata 17.12% | 1e-10
Tcf3 11.07% | 1e-10
LC‘AQQ%C SP1 7.72% | 1e-10
TTGCGEAITC Irf7 4.38% | 1e-09
AAAACQQAL% Prdm15 2252% | 1e-08
ACCATCAGIA Neurod 14.03% | 16-08
AC&;;AAI&AI Otx1 270% | 1e-08
CKAGGGA Ebf2 12.87% | 1e-08
CA QQILL&Q Smads3 18.66% | 16-08
TAAACAGGCA Ikzf1 9.91% | 1e-08
ATAATTCLIG| Homeobox Gie. Pax1) 9.01% 16-07
B. Enhancer
Motif Transcription Factor % of .target P-
regions value
elGAAG TG Dpe 16.24% | 1e-11
GTAGICGGAA Hoxd12 2081% | 1e-10
AQ Au Lé Zkscan5 35.03% 1e-10
TégMAIgAC Neurod1 14.21% 1e-10
GICTGTCTAT Smadé 17.26% | 1e-08
GAACCAAAAA Zip105 49.75% | 1e-08
CGAAGGTTIC Irf4 812% | 1e-08
TGTGGCCTT Nra1 1421% | 1e-08
LECLTA=ECS Zfp128 8.63% | 107
CACAAGASC Zic2 18.78% | 1e-07
GAAATIGGGC Hic1 1421% | 1e-07
ZACSTGLCA Zbth33 863% | 1e-07




