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Supplementary Figure S1. Signature of proliferating B cells in other datasets
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(A) GSEA plot for upregulated DEGs in sorted proliferating 8 cells (Klochendler et al., 2015), on a ranked list
of DEGs from islets isolated from HFD-fed (Cruciani et al., 2017), (B) pregnant (Goyvaerts et al., 2016) or (C)
S961-treated mice (Dumayne et al., 2020). NES and g-value as indicated.
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Supplementary Figure 2. Transcription factor enrichment of upregulated DEGs in OIO islets, highlighting



Supplementary Figure S3

Transcription factor enrichment analisis

Sorted proliferating B cells Islets from cadaveric donors treated with
(mouse) Harmine + LY364947 (human)
TF Overlap  Adj. P-value TF Overlap  Adj. P-value
E2f4 147 1.06x10-147 E2F4 93 6.01x10-8
Foxm1 42 1.59x10-52 FOXM1 20 1.54x10-"7
Sin3a 83 3.65x104° SIN3A 53 1.29x10"®

Klochendler et al., 2015 Wang et al., 2019

Supplementary Figure 3. Transcription factor enrichment analyses of the top 250 upregulated DEGs from
sorted proliferating B cells (Klochendler et al., 2015) (left), or human islets treated with Harmine + LY364947
(Wang et al., 2019) (right).
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Supplementary Figure 4.

(A) Glucose and insulin levels in 8-week-old female B-Sin3a KO (black squares) and control mice(white circles), after 4h
fasting.

(B) Glucose tolerance test in 8-week-old females B-Sin3a KO (black squares) and control mice (white circles).

(C) Representative images Pdx1 and insulin staining in pancreatic sections from 3-Sin3a KO, P2 (above) and 8 weeks old
mice (below).



Supplementary Figure 5

Sin3a associated genes
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regulation of exit from mitosis

double-strand break repair via homologous recombination

regulation of mitotic cell cycle
DNA replication initiation
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DNA metabolic process

regulation of mitotic cell cycle phase transition
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microtubule cytoskeleton organization involved in mitosis

mitotic spindle organization

Supplementary Figure 5. All Sin3a-associated genes retrieved from the top 250 upregulated DEGs in OIO

islets (left), and GO Biological Processes associated with Sin3a-associated DEGs
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