Supplementary Figures

Figure S1

Plot of SNP-outcome associations against SNP-exposure associations for MR analysis (by GSMR)

on type 2 diabetes (Mahajan et al. 2018)
(a) r? clumping threshold=0.001; (b) r* clumping threshold=0.1; (c) r* clumping threshold=0.2
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(b) ¥* clumping threshold=0.1
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(c) ¥* clumping threshold=0.2
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Figure S2 Leave-one-out sensitivity plot for MR analysis on type 2 Diabetes (Mahajan et al. 2018)
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