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Figure S1. A flowchart to describe the
hierarchically-organized haplotype (HOH)
association analysis process, from
hierarchical cluster analysis of residues to
association analysis through haplotyping
residues and cluster membership.

Motif associations with T1D

*  Association analysis of DQ motifs with T1D
*  Association analysis of DQ motifs with
elevation of autoantibody levels

|

Associated Residues

*  Excludingmonomorphicresidues

*  Identifyingresiduesin complete LD

* Identifyingresidues with variable
associations with DQ clustersvia haplotype
association analysis
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High risk clusters

pr— Identifying DQ8/9 and DQ2 clusters that

include high risk DQ8.1 and DQ2.5




